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ESM3 (esm3.pdf) - Same title and legend as Fig.3 Comparative localization of eQTLs with meta-clusters for fiber 
phenotypic QTLs
Localization of eQTLs from fibers at 10 (blue bars) and 22 dpa (red bars) are compared with regions containing meta-clusters of fiber 
phenotypic QTLs (phQTLs) for major fiber quality trait categories, including fineness (FIN), length (LEN), strength (STR), elongation (ELO) 
and color (COL) as reported in Lacape et al. (2010). The observed parental effect (either Gh or Gb) of each meta-cluster of phQTLs, as 
indicated in the legends, corresponds to an improvement of the trait value, higher length, strength, and elongation or lower fineness and 
yellowness. The horizontal lines represent the 1000 permutation-based (P<0.05) thresholds in the 10 and 22 dpa experiments. 
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